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Objectives: Streptococcus (S.) agalactiae, also 
known as Group B streptococcus (GBS) is consid-
ered as a reemerging bovine mastitis pathogen with 
discussed zoonotic potential. According to the liter-
ature, there are GBS strains isolated from bovine ud-
der which show resistance patterns that were former-
ly claimed to be characteristic for human associated 
GBS strains. The aim of the study was to characterize 
62 GBS isolates phenotypically and biochemically as 
well as to analyze their resistance pattern against se-
lected antibiotics. 

Material and Methods: From 2009 to 2021 a total 
amount of 62 GBS isolates were collected from dairy 
herds in Austria. The isolates originated from quarter 
milk samples (one sample per farm) that were submit-
ted for routine diagnostic to Austrian mastitis diagnos-
tic laboratories. All isolates were phenotypically de-
scribed (morphology, hemolytic patterns on blood agar, 
catalase test, cultivation on esculin, CAMP-test) and 
further analyzed by Lancefield serogrouping and bio-
chemical characterization (API®RAPID ID 32 STREP). 
Antimicrobial susceptibility was tested by means of 
agar disk diffusion test (ADD) and a microdilution meth-
od (Micronaut-S Mastitis 3 Test, Merlin Diagnostika, D).

Results: All isolates grew on sheep blood agar in 
small, grayish colonies and most of them exhibited a 
β-hemolysis. Furthermore, every strain was catalase 
negative, showed a negative reaction on Esculin and 

Bile-Esculin-Agar and was Lancefield B and CAMP test 
positive. A total of 50 isolates (80.65 %) were able to 
ferment lactose. All isolates were sensitive against pen-
icillin, ampicillin, framycetin/penicillin, rifampicin, lin-
ezolid, cefepime, cefotaxime, cefazolin, cefoperazon, 
cefquinom, oxacillin and amoxicillin/clavulanic acid. 
Antimicrobial resistances were detected against tetra-
cyclin, kanamycin/cephalexin, clindamycin, erythromy-
cin, vancomycin and pirlimycin. 12.90 % of the strains 
were coincidentally resistant against four antibiotics 
(human associated resistance pattern: pirlimycin, clin-
damycin, erythromycin and tetracyclin).  

Discussion: The strains differed regarding their 
ability to convert lactose and their resistance pattern. 
According to literature, the ability for lactose-fermen-
tation is a unique characteristic for bovine associated 
strains. In contrast, the mentioned human associated 
resistance pattern could be found with isolates from 
bovine milk samples. 

Conclusion: Resistance pattern and inability for lac-
tose fermentation are indicative, that human associated 
strains can be found in Austrian dairy herds. Further in-
vestigations using molecular methods (e.g., whole ge-
nome sequencing) will be carried out to characterize 
GBS strains genotypically to investigate host specific-
ity to classify the extend of its burden for humans and 
cattle. 
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